Effect on Hypo/hyper-methylation Rates on Genome Regions CDKN1A,
F BMALL, NR1C3, and PNPLA3 with CBG Implementation Utlilizing a Mice
UNIVERSITY OF Model with MCD Diet to Induce NASH
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Background

* Non-alcoholic fatty liver disease (NAFLD) Is the most
prominent liver disease in the world

e Non-alcoholic steatohepatitis (NASH) Is defined when
iInflammation Is associated with hepatic steatosis

 Methionine/choline deficient (MCD) diet induced
NASH In mice model

* Methylation is the addition of a methyl group (CH,) at




